iPLEX® Pro Sample ID Panel

Rapid and Accurate Sample Management

The iPLEX® Pro Sample ID Panel provides a highly accurate and rapid
method for identification and quantification of samples. Designed iPLEX PRO SAMPLE 1D PANEL

with over 50 markers in a single-well assay, the panel presents a albumnin_1 rs11781516 rs1994997  rs3819854
cost-effective solution for sample authentication. albumin 10 rs13050660 152010253 1717302
+ Ideal SNP coverage for accurate and comprehensive alburnin_5 [S1335673 e204041 7278t
Samp|e Comparisonsl albumin_8 rs1357617 rs2046361 rs729172
+ Built-in controls to easily quantify amplifiable copies of DNA. S I I I
. . AMEL_XY rs136337 rs2076848 rs8037429
+ Automated software for rapid sample matching
. . ARSD_XY 1382387 214054 826472
and DNA quantification. - b - b
. . . TGIF2L_XY rs1413212 rs2247221 rs876724
+ Robust algorithm for matching tumor and normal sample pairs.
rs1005533 rs1454361 rs2518968 rs891700
- Suitable for analysis with cell line, tissue, and blood samples. o R o oo
The panel contains 44 SNPs, 3 assays for gender identification, 11028528 rs1468118 152714854 15914165
and 5 controls to quantify from as little as 500 to 18,000 amplifiable e e y— e — e —
COpIeS (~1 ng to 6ong) Of DNA. rs10771010 rs1982986 rs354439 rs964681

VA

The panel includes 44 SNPs (designated by reference sequence [rs]),
5 DNA copy number control assays (albumin), and 3 gender identifiers
(AMEL, ARSD, and TGIF2L). SNP assays were selected with 45-55%
heterozygosity across six major populations in the HapMart tool.

Disclaimer: The iPLEX Pro Sample ID Panel is not intended for forensic,

parentage, or ethnicity identification. The panel is also not intended for
differentiating certain individuals (monozygotic twins).
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Key Features of the iPLEX Pro
Sample ID Report Software

The Sample ID Panel uses MassARRAY® Typer 4.0
software for standard plate setup, data acquisition,
signal processing, and for generating a database from
which you can quickly manage sample data and interpret
relationships. The HTML-based Sample ID report tool

Summary Report

The Summary Report provides a quick overview,
highlighting any unexpected sample matches or
mismatches. It also lists samples that may have
failed quality control due to poor or low quality DNA.

Figure 1. Sample ID Report Summary

offers Summary, Plate, Match, and Sample Reports.

- Automated reports provide the SNP profile,
gender, and number of amplifiable DNA copies
for every sample.

+ Build an in-house database of all samples
processed in the lab.

- Data can be quickly queried to identify sample
matches and mismatches across the entire
database or within a run.

* Matching algorithm accounts for loss of heterozygosity

(LOH) when matching tumor to normal samples.
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Local Comparison

The local comparison allows for quick analysis of
samples within a run.
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Sample ID Report Summary

Type of Report: Local
Date of Report: November 30*", 2012 at 16:1:31
Samples: 512
Comparisons: 114857
Elapsed Time: 1 minutes, 27 seconds

Click to see
Plate Report.

Plates Used to Generate Report

Plate ID Experiment ID Experiment# Samples

SamplelD_384ValidationTestPlate SamplelD_! lidati tPlate il 128
AlphaTest_SanDiego_Compact AlphaTest_SanDiego_Compact i 384
Failed 7 < Click to move to

Unexpected Results

Mismatches  Non-Tumor vs. Non-Tumor
Matches  Non-Tumor vs. Non-Tumor
Mismatches Non-Tumor vs. Tumor
Matches Non-Tumor vs. Tumor

Click to move
<«—— to Unexpected
Matches List below.
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Unexpected Mismatches ¢ Non-Tumor vs. Non-Tumor (1)

QC Summary
Passed: 505
Failed: 7
Sample Name: Water T_T

‘Sample Identifier. Water

PlateID: SamplelD_384ValidationTestPlate
Well: L10
Failure: + C init allowable number of copies (34 < 500)
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QC Summary below.
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Plate Report

The Plate Report lists results for every well in the
plate, including the number of successful SNP calls,
number of amplifiable copies, gender, whether it
passed quality control, and the number of matches
and mismatches found.

Match Report

The Match Report lists identifying information for the
two samples involved in a comparison, details of the
SNP calls for each sample, and the matching score.
Figure 2 shows an excerpt from an unexpected
mismatch report.

Figure 2. Sample ID Match Report
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iPLEX® Pro Sample ID Panel

Sample Report

Each Sample Report (Figure 3) contains results for the
five copy number control assays, the three gender
assays, and the 44 SNP assays. It also provides the

details of each match or mismatch with other samples.

Figure 3. Sample ID Sample Report

Sample Report

Sample Name: NA18614_10ng
Sample Identifier: NA18614_10ng
Tumor: No
Plate ID: SamplelD_SampleReportPlate
Well: E02
Date: 28-JUL-14

Amplifiable Copy Number: 4334 £ 549 | 4188 | 3737 | 3964 | 4706 | 5076 |

Gender: Female Female | Female | Female

SNP Calls: 43
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Click here to see

Non-Tumor vs. Non-Tumor Comparisons the Sample Report

Unexpected Mismatches (1) for this sample.

Sample Name: NA18614_10ng <& )
Sample Identifier: NA18614_10ng Click here to see

Plate ID SamplelD_SampleReportPlate the Match Re po rt
. for this comparison.
Date: 28-JUL-14

Score: :47.62
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Unexpected Matches (5)

Sample Name: NA18614_15ng
Sample Identifier. NA18614_15ng
Plate ID: SamplelD_SampleReportPlate
Well: E13
Date: 28-JUL-14
Score: 10.00
5 6 6 5 1 5 5 6 6 S

Sample Name: NA18614_2ng
Sample [dentifier NA18614_2ng
Plate ID: SamplelD_SampleReportPlate
Well: F13
Date: 28-JUL-14
Score: 10.00
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iPLEX® Pro Sample ID Panel

iIPLEX Pro Sample ID Panel Components Ordering Information
AMPLIFY f: PCR Accessory SeF 25094 5 %384 763
) Sample ID PCR Primers B— - e

Sample ID Q-Mix
10311 8 x 24 192

iPLEX Pro Reagent Set

EXTEND ' Sample ID Extend Primers

\x

DETECT |-+-| SpectroCHIP® Array and Clean Resin
L J (8 x 24,10 x 96, 2 x 384)
ANALYZE = | Sample ID HTML Report Tool (Typer)
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